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SEQUENCE LISTING 

<110> Shionogi & Co., Ltd 

<120> Composition for promoting passive extension of bladder smootli muscle 
<130> S0042PCT 

<140> 
<141> 

<150> IP P1999-177549 
<151> 1999-06-23 

<160> 6 

<170> Patent In Ver. 2.0 

<210> 1 
<211> 1457 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (165).. (719) 

<220> 

<221> mat peptide 
<222> (447).. (602) 

<400> 1 

ggcacgagct ggatagaaca gctcaagcct tgccacttcg ggcttctcac tgcagctggg 60 
cttggacttc ggagttttgc cattgccagt gggacgtctg agactttctc cttcaagtac 120 



ttggcagatc actctcttag cagggtctgc gcttcgcagc cggg atg aag ctg gtt 176 

Met Lys Leu Yal 



tec gtc gcc ctg atg tac ctg ggt teg etc gee ttc eta gge get gac 
Ser Val Ala Leu Met Tyr Leu Gly Ser Leu Ala Phe Leu Gly Ala Asp 
-90 -85 -80 -75 



224 



ace get egg ttg gat gtc gcg teg gag ttt ega aag aag tgg aat aag 
Thr Ala Arg Leu Asp Yal Ala Ser Glu Phe Arg Lys Lys Trp Asn Lys 
-70 -65 -60 



272 



tgg get ctg agt cgt ggg aag agg gaa ctg egg atg tec age age tac 
Trp Ala Leu Ser Arg Gly Lys Arg Glu Leu Arg Met Ser Ser Ser Tyr 
-55 -50 -45 



320 



a 

CO 
FU 



ru 

P 



ccc ace ggg etc get gac gtg aag gcc ggg cct gcc cag acc ctt att 368 
Pro Thr Gly Leu Ala Asp Val Lys Ala Gly Pro Ala Gin Thr Leu lie 
-40 -35 -30 

egg eee eag gae atg aag ggt gee tet cga age eee gaa gae age agt 416 
Arg Pro Gin Asp Met Lys Gly Ala Ser Arg Ser Pro Glu Asp Ser Ser 
-25 -20 -15 

eeg gat gcc gee egc ate ega gte aag ege tac cge eag age atg aac 464 
Pro Asp Ala Ala Arg lie Arg Yal Lys Arg Tyr Arg Gin Ser Met Asn 
-10 -5 -11 5 



aac ttc cag ggc etc egg age ttt gge tgc cgc ttc ggg acg tgc acg 
Asn Phe Gin Gly Leu Arg Ser Phe Gly Cys Arg Phe Gly Thr Cys Thr 
10 15 20 . 



512 



gtg cag aag ctg gca cae cag ate tac cag ttc aca gat aag gac aag 
Yal Gin Lys Leu Ala His Gin lie Tyr Gin Phe Thr Asp Lys Asp Lys 
25 30 35 . 



560 



gae aac gte gee eee agg age aag ate age eee eag ggc tac gge cgc 
Asp Asn Yal Ala Pro Arg Ser Lys lie Ser. Pro Gin Gly Tyr Gly Arg 
40 45 50 



608 



egg cgc egg egc tee ctg cec gag gee ggc ccg ggt egg aet ctg gtg 656 
Arg Arg Arg Arg Ser Leu Pro Glu Ala Gly Pro Gly Arg Thr Leu Yal 
55 60 65 70 

tct tct aag cca caa gca eac ggg get cea gee ece eeg agt gga agt 704 
Ser Ser Lys Pro Gin Ala His Gly Ala Pro Ala Pro Pro Ser Gly Ser 
75 80 85 

get ccc cac ttt ctt taggatttag gcgcccatgg tacaaggaat agtcgcgcaa 759 
Ala Pro His Phe Leu 
90 

gcatcccgct ggtgcctccc gggacgaagg acttcccgag cggtgtgggg accgggctct 819 
gacagccctg cggagaccct gagtccggga ggcaccgtcc ggcggcgagc tctggctttg 879 
caagggcccc tccttctggg ggcttcgctt ccttagcctt gctcaggtgc aagtgcccca 939 
gggggcgggg tgcagaagaa tccgagtgtt tgccaggctt aaggagagga gaaactgaga 999 
aatgaatgct gagacccceg gagcaggggt ctgagccaca gccgtgctcg cccaeaaact 1059 
gatttctcac ggcgtgtcac cccaccaggg egcaagcctc actattactt gaactttcca 1119 
aaacctaaag aggaaaagtg caatgcgtgt tgtacataca gaggtaacta tcaatattta 1179 
agtttgttgc tgtcaagatt ttttttgtaa cttcaaatat agagatattt ttgtacgtta 1239 
tatattgtat taagggcatt ttaaaagcaa ttatattgtc ctcccctatt ttaagacgtg 1299 
aatgtctcag cgaggtgtaa agttgttcgc cgcgtggaat gtgagtgtgt ttgtgtgcat 1359 
gaaagagaaa gactgattac ctcctgtgtg gaagaaggaa acaccgagtc tctgtataat 1419 
ctatttacat aaaatgggtg atatgcgaac agcaaacc 1457 



<210> 2 

<211> 185 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Lys Leu Val Ser Val Ala Leu Met Tyr Leu Gly Ser Leu Ala Phe 
-90 -85 -80 

Leu Gly Ala Asp Thr Ala Arg Leu Asp Yal Ala Ser Glu Phe Arg Lys 
-75 -70 -65 

Lys Trp Asn Lys Trp Ala Leu Ser Arg Gly Lys Arg Glu Leu Arg Met 
-60 -55 -50 

Ser Ser Ser Tyr Pro Thr Gly Leu Ala Asp Val Lys Ala Gly Pro Ala 
-45 -40 -35 

Gin Thr Leu lie Arg Pro Gin Asp Met Lys Gly Ala Ser Arg Ser Pro 
-30 -25 -20 -15 

Glu Asp Ser Ser Pro Asp Ala Ala Arg He Arg Val Lys Arg Tyr Arg 
-10 -5 -1 1 

Gin Ser Met Asn Asn Phe Gin Gly Leu Arg Ser Phe Gly Cys Arg Phe 
5 10 15 

Gly Thr Cys Thr Val Gin Lys Leu Ala His Gin lie Tyr Gin Phe Thr 
20 25 30 

Asp Lys Asp Lys Asp Asn Val Ala Pro Arg Ser Lys He Ser Pro Gin 
35 40 45 50 



Gly Tyr Gly Arg Arg Arg Arg Arg Ser Leu Pro Glu Ala Gly Pro Gly 
55 60 65 



Arg Thr Leu Yal Ser Ser Lys Pro Gin Ala His Gly Ala Pro Ala Pro 
70 75 80 

Pro Ser Gly Ser Ala Pro His Phe Leu 
85 90 



<210> 3 
<211> 1493 
<212> DNA 
<213> Sus scrofa 

<220> 

<221> CDS . 
<222> (148).. (711) 

<220> 

<221> mat peptide 
<222> (430).. (585) 

<400> 3 

gcggaacagc tcgagccttg ccacctctag tttcttacca cagcttggac gtcggggttt 60 

tgccactgcc agagggacgt ctcagacttc atcttcccaa atcttggcag atcaccccct 120 

tagcagggtc tgcacatctc agccggg atg aag ctg gtt ccc gta gcc etc atg 174 

Met Lys Leu Yal Pro Yal Ala Leu Met 
-90 

tac ctg ggc teg etc gcc ttc ctg ggc get gac aca get egg etc gac 222 
Tyr Leu Gly Ser Leu Ala Phe Leu Gly Ala Asp Thr Ala Arg Leu Asp 
-85 -80 -75 -70 

gtg gcg gca gag ttc cga aag aaa tgg aat aag tgg get eta agt cgt 270 
Yal Ala Ala Glu Phe Arg Lys Lys Trp Asn Lys Trp Ala Leu Ser Arg 



-65 



-60 



-55 



gga aaa aga gaa ctt egg ctg tec age age tac ece aee ggg ate gee 318 
Gly Lys Arg Glu Leu Arg Leu Ser Ser Ser Tyr Pro Thr Gly lie Ala 
-50 -45 -40 



gac ttg aag gee ggg cet gee cag act gtc att egg ccc cag gat gtg 366 
Asp Leu Lys Ala Gly Pro Ala Gin Thr Yal lie Arg Pro Gin Asp Val 
-35 -30 -25 



aag ggc tec tct cgc age ccc cag gcc age att ccg gat gca gee cgc 
Lys Gly Ser Ser Arg Ser Pro Gin Ala Ser lie Pro Asp Ala Ala Arg 
-20 -15 -10 



414 
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ate cga gtc aag cgc tac cgc cag agt atg aac aac ttc cag ggc ctg 462 

He Arg Val Lys Arg Tyr Arg Gin Ser Met Asn Asn Phe Gin Gly Leu 

-5 -11 5 10 

egg age ttc ggc tgt cgc ttt ggg acg tgc acc gtg cag aag ctg gcg 510 

Arg Ser Phe Gly Cys Arg Phe Gly Thr Cys Thr Yal Gin Lys Leu Ala 

15 20 25 

cac cag ate tac cag ttc acg gac aaa gac aag gac ggc gtc gee ccc 558 

His Gin He Tyr Gin Phe Thr Asp Lys Asp Lys Asp Gly Yal Ala Pro 

30 35 40 

egg age aag ate age ccc cag ggc tac ggc cgc egg cgc cga cgc tct 606 

Arg Ser Lys He Ser Pro Gin Gly Tyr Gly Arg Arg Arg Arg Arg Ser 

45 50 55 



ctg ccc gaa gcc age ctg ggc egg act ctg agg tec cag gag cea cag 654 
Leu Pro Glu Ala Ser Leu Gly Arg Thr Leu Arg Ser Gin Glu Pro Gin 
60 65 70 75 

gcg cac ggg gee ccg gcc tee ccg gcg eat caa gtg etc gcc act etc 702 
Ala His Gly Ala Pro Ala Ser Pro Ala His Gin Val Leu Ala Thr Leu 



80 85 90 

ttt agg att taggcgccta ctgtggcagc agcgaacagt cgcgcatgca 751 
Phe Arg lie 

tcatgccggc gcttcctggg gcggggggct tcccggagcc gagcccctca gcggctgggg 811 
cccgggcaga gacagcattg agagaccgag agtccgggag gcacagacca gcggcgagcc 871 
ctgcattttc aggaacccgt cctgcttgga ggcagtgttc tcttcggctt aatccagccc 931 
gggtccccgg gtgggggtgg agggtgcaga ggaatccaaa ggagtgtcat ctgccaggct 991 
cacggagagg agaaactgcg aagtaaatgc ttagaccccc aggggcaagg gtctgagcca 1051 
ctgccgtgcc gcccacaaac tgatttctga aggggaataa ccccaacagg gcgcaagcct 1111 
cac tat tact tgaactttcc aaaacctaga gaggaaaagt gcaatgtatg ttgtatataa 1171 
agaggtaact atcaatattt aagtttgttg ctgtcaagat ttttttttgt aacttcaaat 1231 
atagagatat ttttgtacgt tatatattgt attaagggca ttttaaaaca attgtattgt 1291 
tcccctcccc tctattttaa tatgtgaatg tctcagcgag gtgtaacatt gtttgctgcg 1351 
cgaaatgtga gagtgtgtgt gtgtgtgtgc gtgaaagaga gtctggatgc ctcttgggga 1411 
agaagaaaac accatatctg tataatctat ttacataaaa tgggtgatat gcgaagtagc 1471 
aaaccaataa actgtctcaa tg 1493 

<210> 4 
<211> 188 
<212> PRT 
<213>.Sus scrofa 



) 



□ 
m 
ry 
ft 

ru 

Q 



<400> 4 

Met Lys Leu Val Pro Yal Ala Leu Met Tyr Leu Gly Ser Leu Ala Phe 
-90 -85 -80 

Leu Gly Ala Asp Thr Ala Arg Leu Asp Yal Ala Ala Glu Phe Arg Lys 
-75 -70 -65 

Lys Trp Asn Lys Trp Ala Leu Ser Arg Gly Lys Arg Glu Leu Arg Leu 
-60 -55 -50 

Ser Ser Ser Tyr Pro Thr Gly lie Ala Asp Leu Lys Ala Gly Pro Ala 
-45 -40 -35 

Gin Thr Val lie Arg. Pro Gin Asp Yal Lys Gly Ser Ser Arg Ser Pro 
-30 -25 -20 -15 

Gin Ala Ser lie Pro Asp Ala Ala Arg lie Arg Yal Lys Arg Tyr Arg 
-10 -5 -11 

Gin Ser Met Asn Asn Phe Gin Gly Leu Arg Ser Phe Gly Cys Arg Phe 
5 10 15 

Gly Thr Cys Thr Yal Gin Lys Leu Ala His Gin He Tyr Gin Phe Thr 
20 25 30 

Asp Lys Asp Lys Asp Gly Yal Ala Pro Arg Ser Lys lie Ser Pro Gin 
35 40 45 50 

Gly Tyr Gly Arg Arg Arg Arg Arg Ser Leu Pro Glu Ala Ser Leu Gly 
55 60 65 



Arg Thr Leu Arg Ser Gin Glu Pro Gin Ala His Gly Ala Pro Ala Ser 
70 . 75 80 



Pro Ala His Gin Yal Leu Ala Thr Leu Phe Arg lie 



85 90 



<210> 5 
<211> 1376 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (154).. (708) 

<220> 

<221> mat peptide 
<222> (433).. (582) 

<400> 5 

tccagccttt accgctcctg gtttctcggc ttctcatcgc agtcagtctt ggactttgcg 60 

ggttttgccg ctgtcagaag gacgtctcgg actttctgct tcaagtgctt gacaactcac 120 

cctttcagca gggtatcgga gcatcgctac aga atg aag ctg gtt tec ate gee 174 

Met Lys Leu Val Ser He Ala 
-90 

ctg atg tta ttg ggt teg etc gee gtt etc ggc gcg gac acc gea egg 222 
Leu Met Leu Leu Gly Ser Leu Ala Val Leu Gly Ala Asp Thr Ala Arg 
-85 -80 -75 

etc gac act tec teg cag ttc cga aag aag tgg aat aag tgg gcg eta 270 
Leu Asp Thr Ser Ser Gin Phe Arg Lys Lys Trp Asn Lys Trp Ala Leu 
-70 -65 -60 . -55 

agt cgt ggg aag agg gaa eta caa gcg tec age age tac cct acg ggg 318 
Ser Arg Gly Lys Arg Glu Leu Gin Ala Ser Ser Ser Tyr Pro Thr Gly 
-50 -45 -40 



etc gtt gat gag aag aca gtc ccg acc cag act ctt ggg etc cag gac 
Leu Val Asp Glu Lys Thr Val Pro Thr Gin Thr Leu Gly Leu Gin Asp 
-35 -30 -25 

aag cag age aeg tct age ace oca caa gee age act cag age aca gee 
Lys Gin Ser Thr Ser Ser Thr Pro Gin Ala Ser Thr Gin Ser Thr Ala 
-20 -15 -10 

cac att cga gtc aaa cgc tac ego cag age atg aac cag ggg tec cgc 
His He Arg Yal Lys Arg Tyr Arg Gin Ser Met Asn Gin Gly Ser Arg 
-5 -11 5 . 1° 

age act gga tgc cgc ttt ggg acc tgc aca atg cag aaa ctg get cac 
Ser Thr Gly Cys Arg Phe Gly Thr Cys Thr Met Gin Lys Leu Ala His 
15 20 25 

cag ate tac cag ttt aca gac aaa gae aag gae ggc atg gee ecc aga 
Gin lie Tyr Gin Phe Thr Asp Lys Asp Lys Asp Gly Met Ala Pro Arg 
30 35 40 

aac aag ate age eet eaa ggc tat gge cgc egg ege egg cgt tec etg 
Asn Lys He Ser Pro Gin Gly Tyr Gly Arg Arg Arg Arg Arg Ser Leu 
45 50 55 

cca gag gtc etc cga gcc egg act gtg gag tec tec cag gag cag aca 
Pro Glu Yal Leu Arg Ala Arg Thr Yal Glu Ser Ser Gin Glu Gin Thr 
60 65 70 

cac tea get cca gcc tec ccg gcg cac caa gae ate tec aga gtc tet 
His Ser Ala Pro Ala Ser Pro Ala His Gin Asp He Ser Arg Yal Ser 
75 80 85 . 90 

agg tta taggtgcggg tggeagcatt gaacagtegg gegagtatee cattggcgec 
Arg Leu 



tgcggaatca gagagcttcg caccclgagc ggactgagac aatcttgcag agatctgcct 818 
ggctgcccct aggggaggca gaggaaccca agatcaagcc aggctcacgt cagaaaccga 878 
gaattacagg ctgatactct ctccgggcag gggtctgagc cactgccttg cccgctcata 938 
aactggtttt ctcacggggc atacggctca ttacttactt gaactttcca aaacctagcg 998 
aggaaaagtg caatgcttgt tatacagcca aaggtaacta tcatatttaa gtttgttgat 1058 
gtcaagaggt tttttttttt gtaacttcaa atatatagaa atatttttgt acgttatata 1118 
ttgtattaag ggcattttaa agcgattata ttgtcacctt cccctatttt aagaagtgaa 1178 
tgtctcagca aggtgtaagg ttgtttggtt ccgtgtgtgt gtgtgtgtgt gtgtgtgtgt 1238 
gtgtgtgtgt gtgtgtgtaa ggtggagagc gcctgattac cgcctgtgga tgaagaaaaa 1298 
acattgtgtc ttctataatc tatttacata aaatatgtga tctgggaaaa agcaaaccaa 1358 
taaactgtct caatgctg 1376 

<210> 6 
<211> 185 
<212> PRT 

<213> Rattus norvegicus 
<400> 6 

Met Lys Leu Yal Ser He Ala Leu Met Leu Leu Gly Ser Leu Ala Yal 
-90 -85 -80 

Leu Gly Ala Asp Thr Ala Arg Leu Asp Thr Ser Ser Gin Phe Arg Lys 
-75 -70 -65 

Lys Trp Asn Lys Trp Ala Leu Ser Arg Gly Lys Arg Glu Leu Gin Ala 



-60 



-55 



-50 



Ser Ser Ser Tyr Pro Thr Gly Leu Yal Asp Glu Lys Thr Yal Pro Thr 
-45 -40 -35 -30 

Gin Thr Leu Gly Leu Gin Asp Lys Gin Ser Thr Ser Ser Thr Pro Gin 

-25 -20 -15 

Ala Ser Thr Gin Ser Thr Ala His lie Arg Yal Lys Arg Tyr Arg Gin 

-10 -5 -11 



p 

ru 



ru 



Ser Met Asn Gin Gly Ser Arg Ser Thr Gly Cys Arg Phe Gly Thr Cys 

5 10 15 

Thr Met Gin Lys Leu Ala His Gin lie Tyr Gin Phe Thr Asp Lys Asp 

20 25 30 35 

Lys Asp Gly Met Ala Pro Arg Asn Lys He Ser Pro Gin Gly Tyr Gly 

40 45 50 

Arg Arg Arg Arg Arg Ser Leu Pro Glu Yal Leu Arg Ala Arg Thr Yal 

55 60 65 . 

Glu Ser Ser Gin Glu Gin Thr His Ser Ala Pro Ala Ser Pro Ala His 

70 75 80 



Gin Asp He Ser Arg Yal Ser Arg Leu 
85 . 90 



